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Chemical–biological interactions in human have been discussed in terms of QSAR (quantitative structure–activity relationships).
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      : R1 = Cl, R 2 = OH, R3 = Br
18b (YM-228855)
      : R1 = Me, R 2 = CN, R3 = CN

A series of thiazolidenebenzenesulfonamides was prepared and evaluated for their inhibitory

effects on the WT, Y181C, and K103N reverse transcriptase (RT) activity and HIV-1 replication.

The cyano derivatives 10l and 18b (YM-228855) showed extremely potent anti-HIV-1 activity.

Compound 11g (YM-215389) showed the most potent activity against the WT and the two mutant

RTs. Furthermore, this compound was also a highly potent inhibitor of HIV-1 replication.
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2005: Human liver glycogen phosphorylase A (HLGPa) is an attractive target enzyme for discovering anti-type 2 diabetes drugs.

This picture shows the interaction model for a series of indole-2-carboxamides to HLGPa derived from molecular docking

simulations [Liu, G.; Zhang, Z.; Luo, X.; Shen, J.; Liu, H.; Shen, X.; Chen, K.; Jiang, H. Bioorg. Med. Chem. 2004, 12, 4147–4157].
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